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Following publication of the original article [1], the 
following two errors came to the authors’ attention: 
affiliation 5 had been written incorrectly and acknowl-
edgement of ’the Open Fund Project of Key Laboratory 
of Breeding Biotechnology and Sustainable Aquaculture 
(2023FB07)’ had been omitted from the Funding declara-
tion. The correct funding information is: “This work was 
supported by the National Natural Science Foundation 

of China (32102840, 32360927); the Key Project of Natu-
ral Science Foundation of Tibet (XZ202301ZR0028G); 
the National Natural Science Foundation of China 
(31970408); the Open Fund Project of Key Laboratory 
of Breeding Biotechnology and Sustainable Aquaculture 
(2023FB07); the Start-up Funds of Introduced Talent in 
Lanzhou University (561120206)." These errors have 
since been corrected in the published article. The authors 
thank you for reading this erratum and apologize for any 
inconvenience caused.
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